















































(1) dovetail overlap
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(2) complete containment
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Consistent overlaps Inconsistent overlaps

a=AC020895.5~1 f=AC008760.6~1
b=AC010647.4~58 g=AC020954.6~1
c=AC027726.2~31 h=AC027726.2~33
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A.”Conservatively" assemble fragments into subcontigs

Contig 1

Interval representation
of clones

Contig 2

Interval representation
of clones

C. Orient and order subcontigs




. inconsistent overlaps
consistent overlaps
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AC008760.1~1

AC020954.6~1

ragments of ACG277362
-~ AC027726.2~33

‘ Assemble consistent overlapping fragments into a subcontig

AC020954.6~1

fragments of AC027726.2

‘ Resolve inconsistent overlaps according to clone-overlaps

AC020954.6~1
_—— —— — — — AC027726.2~33

(1) most suspicious chimera. (2) less suspicious chimera
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Genome Sequence

BACs
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AL133415.12 I
AC016235.3 L
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Clone Information:
Accession: AC019248.3
Chromosome: 10

Laboratory: WIBR

Clone Name: RP11-115G24
Phase: 1

Estimated Length: 147259 bp
Assembled Length: 147725 bp



Genome Sequence

BACs

Subcontigs
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The corresponding end BACs of the adjacent subcontigs
should be either the same or overlapping.

Genome sequence

Overlapping BACs -

Subcontigs

(1) 3 sequence overlaps

(2) One interval representation of the 3 BACs if the overlaps were treated as fingerprint overlaps.
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(1) NCBI's "ngtable" for BACs (ABO20858 ... AB020868):

AB020868 AB020867 AB020859 AB020858

(2) The overlaps of AC072058.1~51 with AB020858, AB020859 result in a very unusual cycle shown below if the ngtable were correct.

AB020859 AB020858

ACO 058.i~51

¢ Flipping both AB020859, AB020858

AB020859 AB020858

AC072058.1~51

\L The suspect is further supported by other fragments of AC072058.1

AB020859 AB020858

AC072058.1~51

(3) Our corrected annotation:

AB020868 AB020867 AB020859 AB020858










